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Names of geneme assemblies ofi 1.7
Vertenrates

oryCund-- Rabhit
danRer3-- Zebra fish
tetNigl-- Tetra Odon
monbDem4-- Opoessum
frl-- Fugu

galGal2-- Chicken
m4-- Rat

Mm8-- Mouse
echTell-- Tenrec
loxAfrl-- Elephant
pesiiau2-- Cow.
cankam2-- Deg
panirol-- Chimpanzee
dasNoevi-- Armadille
xenlrel-- Ereg
rhelViac2-- Macaque
Hg18-- Humans




MIRNAS or microRNAS

Single stranded RINA molecules.

Enceded By genes transcriknediirony DNA
AUt not transiated 1nte; protein( nen coding
RINA).

Partially: complementany te: mRINA
melecules (coding) RINA)L.

Prevent pretein transiation: threughra
mechanism similar ter RINAIL

http://en.wikipedia.org/wiki/MicroRNA




MIRNA action

HOW RNAi SUPPRESSES GENES - . if 2 RNA strands are highly

RN . _complimentary- RN
: iz cleaved
single strand = BRISE= | NO
SIRNA :;w : f S e mRNASS TN

is MADE
if 2 RNA starnds are partly /
mismatched - RISC -
sticks to (4 --r , -
mRNA " :

The miIRNA seguence combines with preteins to form a complex called RISC
[RNA-Induced Silencing Complex].

The RISC then captures a native mRNA moelecule: that complements; the
short mIRNA sequence.

[ the pairing Isiessentially perfect, the native: mRNA'IS cut inte useless RNA
fragments that aren't translated.

[T hewever, the pairing Is less tham perfect then the RISC complex binds: to
the mRNA and blocks rilhesome movement alongl the native mRNA alse
halting translation.

Net effect NO PROTEINIIS MADE.

http://fig.cox.miami.edu/~cmallery/150/gene/how_siRNA works.htm




Orientation of MIRNA genes on the
geneme
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The diagram depicts orientation of intronic miRNA genes only




A few notes

Based! 0 Work done in Regulatony
Consenvauon off protein cedingl and mIRNA
genes In verteprates : lessons frem: the

EPOSsSUIM; geneme: by Benes: et al.

Covers the analysis for only the Intergenic
genes. | replicated that work and did
similar analysis for Intrenic sane: stiiana
genes and Intronic epposite strand genes.
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